Appendix B 

Blast 2 Sequences results 



BLAST 2 SEQUENCES RESULTS VERSION BLASTP 2.2.18 [Mar-02-2008] 



Matrix [ B LOS UM 62 j gap open: [H | gap extension: |j | 

x_dropoff: |o ] expect: ] 10 Qc| wordsize: [3 | Filter El View option [Standard 



Masking character option [X for protein, n for nucleotj Masking color option [Black 
□ Show CDS translation 



Sequence 1: gil6/069161spike glycoprotein [bovine coronavirus] c-^nbank Accession* :\AF25499 
Length = 1363 (1 .. 1363) 

Sequence 2: unnamed protein product SE q id n0 . 4 
Length = 1363 (1 .. 1363) 




NOTE:Bitscore and expect value are calculated based on the size of the nr database. 



Score = 2625 bits (6803), Expect = 0.0 

Identities = 1311/1363 (96%), Positives = 1337/1363 (98%), Gaps = 0/1363 (0%) 

MFL ILL I SLPMALAVIGDLKCTTVS INDVDTGVPSVSTDTVDVTNGLGTYYVLDRVYLNT 6 0 
MFLILLISLPMA AVIGDLKCTTVSINDVDTG PS+STD VDVTNGLGTYYVLDRVYLNT 

MFL I LL I SLPMAFAVIGDLKCTTVS INDVDTGAPS I STDWDVTNGLGTYYVLDRVYLNT 6 0 

TLLLNGYYPTSGSTYRNMALKGTLLLSTLWFKPPFLSDF INGIFAKVKNTKVIKNGVMYS 120 
TLLLNGYYPTSGSTYRNMALKGTLLLSTLWFKPPFLSDF I +G+FAKVKNTKVIK+GV+YS 

TLLLNGYYPTSGSTYRNMALKGTLLLSTLWFKPPFLSDF IDGVFAKVKNTKVIKDGVVYS 120 



EFPAI TIGSTFVNTS YSVWQPHTTNLDNKLQGLLEISVCQYTMCEYPHTI CHPNLGNRR 180 
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Blast Result 



EFPAITIGSTFVNTSYSVWQPHTTNLDNKLQGLLEISVCQYTMC+YPHT+CHPNLGN+R 
EFPAI TIGSTFVNTS YSVWQPHTTNLDNKLQGLLE I SVCQYTMCDYPHTMCHPNLGNKR 180 

IELWHWDTGWSCLYKRNFTYDVNADYLYFHFYQEGGTF YAYFTDTGVVTKFLFNVYLGT 2 4 0 
IELWHWDTGW CLYKRNFTYDVNADYLY HFYQEGGTF YAYFTDTGVVTKFLF+VYLGT 
IELWHWDTGWPCLYKRNFTYDVNADYLYSHFYQEGGTF YAYFTDTGVVTKFLFHVYLGT 2 4 0 

VLSHYYVMPLTCNSAMTLEYWVTPLTSKQYLLAFNQDGVIFNAVDCKSDFMSEI KCKTLS 3 00 
VLSHYYVMPLTCNSAMTLEYWVTPLT KQYLLAFNQDGVIFNAVDCKSDFMSEIKCKTLS 
VLSHYYVMPLTCNSAMTLEYWVTPLTFKQYLLAFNQDGVIFNAVDCKSDFMSE I KCKTLS 3 00 

IAPSTGVYELNGYTVQPI ADVYRRIPNLPDCN I EAWLNDKS VPS PLNWERKTFSNCNFNM 360 
IAPSTGVYELNGYTVQPIADVYRRIPNLPDCNIEAWLNDKSVPSPLNWERKTFSNCNFNM 
IAPSTGVYELNGYTVQPI ADVYRRIPNLPDCNIEAWLNDKSVPSPLNWERKTFSNCNFNM 360 

SSLMSFIQADSFTCNNIDAAKIYGMCFSSITIDKFAIPNGRKVDLQLGNLGYLQSFNYRI 420 
SSLMSF IQADSFTCNNIDAAKIYGMCF SITIDKFAIPNGRKVDLQ+GNLGYLQSFNYRI 
SSLMSFIQADSFTCNNIDAAKIYGMCFFSITIDKFAIPNGRKVDLQMGNLGYLQSFNYRI 420 



DTTATSCQLYYNLPAANVSVSRFNPSTWNRRFGFTEQSVFKPQPVGVFTDHDWYAQHCF 4 8 0 
DTTATSCQLYYNLPA+NVS + SRFNPS WNRRFGFTEQSVFKPQPVGVF TDHDWYAQHCF 

DTTATSCQLYYNLPASNVSISRFNPSIWNRRFGFTEQSVFKPQPVGVFTDHDWYAQHCF 480 

KAPTNFCPCKLDGSLCVGSGSGIDAGYKNSGIGTCPAGTNYLTCHNAAQCNCLCTPDPIT 5 40 
KAPTNFCPCKL+GSLCVGSG GIDAGYKNSGIGTCPAGTNYLTC+NA QC+CLCTPDPI 

KAPTNFCPCKLNGSLCVGSGFGIDAGYKNSGIGTCPAGTNYLTCYNANQCDCLCTPDPIL 5 40 

SKSTGPYKCPQTKYLVGIGEHCSGLAIKSDYCGGNPCTCQPQAFLGWSVDSCLQGDRCNI 6 0 0 
SKSTGPYKCPQTKYLVGIGEHCSGLAIKSDYCGGNPCTCQP+AFLGWSVDSCLQGDRCNI 

SKSTGPYKCPQTKYLVGIGEHCSGLAIKSDYCGGNPCTCQPKAFLGWSVDSCLQGDRCNI 6 00 

FANFILHDVNSGTTCSTDLQKSNTDIILGVCVNYDLYGITGQGIFVEVNATYYNSWQNLL 660 
FANFILH VNSGTTCSTDLQKSNTDIILGVCVNYDLYGITGQGIFVEVNATYYNSWQNLL 

FANFILHGVNSGTTCSTDLQKSNTDIILGVCVNYDLYGITGQGIFVEVNATYYNSWQNLL 660 

YDSNGNLYGFRDYLTNRTFMIRSCYSGRVSAAFHANSSEPALLFRNIKCNYVFNNTLSRQ 72 0 
YDSNGNLYGFRDYLTNRTFMIRSCYSGRVSA FH+NSSEPALLFRNIKCNYVFNNTLSRQ 

YDSNGNLYGFRDYLTNRTFMIRSCYSGRVSAGFHSNSSEPALLFRNIKCNYVFNNTLSRQ 72 0 

LQP INYFDS YLGCWNADNSTSSAVQTCDLTVGSGYCVDYSTKRRSRRAI TTGYRFTNFE 780 

LQPINYFDSYLGCWNADNSTSS+VQTCDLTVGSGY DYST+RRSRR I TTGYRFTNFE 

LQP INYFDS YLGCWNADNSTSSSVQTCDLTVGSGYWGDYSTQRRSRRTI TTGYRFTNFE 780 

PFTVNSVNDSLEPVGGLYEIQIPSEFTIGNMEEFIQI SSPKVTI DCSAFVCGDYAACKSQ 8 40 
PFTVN VNDSL PVGGLYEIQIPSEFTIGNMEEFIQ SPKVTIDC FVCGDYAACKSQ 

PFTVNPVNDSLHPVGGLYEIQIPSEFTIGNMEEFIQTRSPKVTIDCPVFVCGDYAACKSQ 8 40 

LVE YGSFCDNINAI LTEVNELLDTTQLQVANSLMNGVTLSTKLKDGVNFNVDDINFSPVL 9 00 
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LVEYGSFCDNINAILTEVNELLDTTQLQVANSLMNGVTLSTKLKDG NFNVDDINFSPVL 
LVEYGSFCDNINAILTEVNELLDTTQLQVANSLMNGVTLSTKLKDGFNFNVDDINFSPVL 9 00 

GCLGSDCNKVSSRSAIEDLLFSKVKLSDVGFVEAYNNCTGGAEIRDLICVQSYNGIKVLP 960 
GCLGS+CNKVSSRSAIEDLLFSKVKLSDVGFV+AYNNCTGGAE IRDLI CVQS YNGIKVLP 
GCLGSECNKVSSRSAIEDLLFSKVKLSDVGFVDAYNNCTGGAEIRDLICVQSYNGIKVLP 960 

PLLSENQI SGYTLAATSASLFPPWSAAAGVPFYLNVQYRINGIGVTMDVLSQNQKLIANA 1020 
PLLSENQI SGYTLAAT ASLFPPWSAAAGVPFYLNVQYRINGIGVTMDVL+QNQKLI+NA 
PLLSENQI SGYTLAATFASLFPPWSAAAGVPFYLNVQYRINGIGVTMDVLTQNQKLI SNA 1020 

Query 1021 FNNALDAIQEGFDATNSALVKIQAWNANAEALNNLLQQLSNRFGAI S SSLQEI LSRLDA 1080 

FNNALDAIQEGFDATNSALVKIQAVVNANAEALNNLLQQLSN+FGAI S+SLQE I LSRLDA 
Sbjct 1021 FNNALDAIQEGFDATNSALVKIQAWNANAEALNNLLQQLSNKFGAI SASLQE I LSRLDA 1080 

Query 1081 LEAQAQIDRLINGRLTALNAYVSQQLSDSTLVKFSAAQAMEKVNECVKSQSSRINFCGNG 1140 

LEAQAQIDRLINGRLTALNAYVSQQLSDSTLVKFSAAQAMEKVNECVKSQSSRINFCGNG 
Sbjct 1081 LEAQAQIDRLINGRLTALNAYVSQQLSDSTLVKFSAAQAMEKVNECVKSQSSRINFCGNG 1140 

Query 1141 NHI ISLVQNAPYGLYFIHFSYVPTKYVTAKVSPGLCIAGDRGIAPKSGYFVNVNNTWMFT 12 00 

NHI ISLVQNAPYGLYFIHFSYVPTKYVTAKVSPGLCIAGDRGIAPKSGYFVNVNNTWMFT 
Sbjct 1141 NHI ISLVQNAPYGLYFIHFSYVPTKYVTAKVSPGLCIAGDRGIAPKSGYFVNVNNTWMFT 1200 

Query 1201 GSGYYYPEPITGNNVWMSTCAVNYTKAPDVMLNISTPNLPDFKEELDQWFKNQTSVAPD 1260 

GSGYYYPEP I TGNNVWMSTCAVNYTKAPDVMLNI S TPNLPDFKEELDQWFKNQT +APD 
Sbjct 1201 GSGYYYPEPITGNNVWMSTCAVNYTKAPDVMLNISTPNLPDFKEELDQWFKNQTLMAPD 1260 

Query 1261 LSLDYINVTFLDLQDEMNRLQEAIKVLNQSYINLKDIGTYEYYVKWPWYVWLLIGLAGVA 1320 

LSLDYINVTFLDLQDEMNRLQEAIKVLN S Y I NLKD I GT YE Y YVKWPW YVWLL I GL AGVA 
Sbjct 1261 LSLDYINVTFLDLQDEMNRLQEAIKVLNHSYINLKDIGTYEYYVKWPWYVWLLIGLAGVA 1320 

Query 1321 MLVLLFFICCCTGCGTSCFKKCGGCCDDYTGHQELVIKTSHDD 1363 

MLVLLFFICCCTGCGTSCFKKCGGCCDDYTGHQELVIKTSHDD 
Sbjct 1321 MLVLLFFICCCTGCGTSCFKKCGGCCDDYTGHQELVIKTSHDD 1363 



0.05 user sees. 0.03 sys . sees 0.08 total sees. 
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